IRS 2

AT IRS Global

Informatica Research Service Global

Ml 1 & gdMESs8HSynthetic Biology)lt S & 28t

1. &4 M 2 8H(Synthetic Biology) S& Bi& & I

1-1. 84 M 28k (Synthetic Biology) 71 2

1-1-1. 88 M 25! (Synthetic Biology) S & tH&
S A

1-1-2. &4 M4 =35}(Synthetic Biology) JH 2
1-2. &4 M =35f(Synthetic Biology)2l & B
1-2-1. &4 M 23+ (Synthetic Biology) & A
(1) ELHMSEO Al E
(2) ELHMEEO AAL
1-2-2. &4 M 238+ (Synthetic Biology)2 &
1-2-3. &4 M =38f(Synthetic Biology)2| &&HE
o EE
Lh &&

1-3. &4 M 28} (Synthetic Biology) 2t &

()
1-3-
1) =
J
L
(@)
J
L

®3)

L

—~~
1N
~

N
10
"

Jh.
b

-1. & & M 25 (Synthetic Biology) 1t DNA

DNA 2 gt i =3t

2. 84 M éF(Synthetlc Biology) 2t =& Xt b

SAA HHE
b =& A
b =&AHD

S K QS QF CHEH Al SHA

HS
5

AL I!O

42 S (Genetic code)
st

X
—
TESR S

b,
b,
Lt-1. & At(transscrption)

Lt-2. 819 (Translation)

DNA, RNA SR O D15
DNA(deoxyribonucleic acid) ©Hed &
RNA(RiboNucleic Acid) ¢hed &

L

L

L

T T

-3. 0t0l 32 RNA(microRNA, miRNA)

-4 RNA 2+ 1 29 X2

e =& BHE

_C

Il

&t (genetic engineering) 1t A 25}

2-1. %@g—i*(genetlc engineering)
2-1-1. =

(1)
()
2-1-
1) =

& S sh(genetic engineering) 2| i 2
5= & & &} (genetic engineering)2l JH 2

-1. RNA 2t (RNA interference, RNAI)
-2. 22 2t RNA(small interfering RNA, siRNA)

2H ZH 0|X|(www.irsglobal.com)0f|A|& EC} CtAY

]
=

ESE AL

—_ =

g 20N

%7& S St(genetic engineering) 1t = & &l & &f(genomic engineering) 2| Xt 0|

2. R8I, el AH-IHA 9(CRISPR-Cas9)

SIS R


https://www.irsglobal.com/shop_goods/goods_view.htm?category=05000000&goods_idx=84139
http://www.irsglobal.com/main
http://www.irsglobal.com/main

b X NG
Lt.DNA &2 55 0tS
Lt-1. DNA & tH(Excision)
Lt-2. DNA = —*(DNA repair) 2t&
Ct. R ™ X+ H & (Gene Editing) 7=
(2) M 3 MICH &K 32l AH-3tA 9(CRISPR-Cas9)
2-2. NI AE A =8t (systems biology)
2-2-1. R ™ Hl(genome)
2-2-2. ™ AbXI (transcriptome)
2-2-3. CHEH A K| (proteome)
2-2-4. LY At Al (metabolome)

. FHMES D= R
3-1. 7&A S
3-1-1. X SHE ML
3-1-2. U &4 Jl=
3-2. A= AIXILI O & (genome engineering)

3-2-1. M=)t Hs o=
(1) 8012 88
(2) H'=s 24 (Genome sgence)
It A== 4 (Genome) R
Lh Hes 24 0|l s
Li-1. el & HE 24
Lt-2. &M IS &4 (functional genomics)

3-3. DNA 2 2 Y (cloning)

3-4. XtAICH Al'& & (Next Generation Sequencing, NGS)
3-4-1. XtNICH SI1A E 24 (Next Generation Sequencing, NGS)
3-4-2. ItAITH SITAE 24(NGS) )= B8

3-5. 29 E0|& =HH0|(Site-Directed Mutagenesis, SDM)

Lt. Al =84 &l(Genomic vaccines)
Ct. &S MAH
ct. HHol 2 4l A
1-1-2. B0 A =, THA Ofl LA X
1-1-3. BIOI A TH, el 3= HS
Jb HIOI2 ZctAEl(bioplastic)
LE. SEXF =& HOlA 3
Ct. BIOI2 SH&EE
1-1-4. =<
1-2. e M 28 HHO| tE
1-2-1. HIO|LOt2 2] iR
1-2-2. HI0|2 otM ! OtE O] SR 4
Jb. M H &2l (bioethics) =2tLt. M2 otX M (biosafety) =&t
Ct. 44 2 Ot & (biosecurity) = &t
Ct-1. 2 G Y (Infectious Diseases)
Ct-2. HHOI 2l 2 (Bioterror)
Ct-3. &4 232 I (Biological Weapons)



2. 2 MAHEEF U AR XNat
2-1. 22 M EE
2-2. A& M

JdE=x
Qg 1] 882
[ 2] &5 M2st
[ 3 &dd=Sst T2 A A

(D 4] REA L, 2SS 0/1EE 0|M= HE
[ 5] 3401 B A& 013 DNA DM =
[ 6] Ol UC MCINIOI LD ARRIC SCtAE AT CIBAIE

[12 7]DNA S & 0 X o (k& ol A

[OE 8] A2t M=z

[2& 9] @15 DNA 2 EfHIel Ot Ml &ot= &2l

[ 10] Olﬂ*o” M 2tE = 0tS

[ 11 M2 2 2/ S H M (artificial life) EHA[1 2 12] JICVI-syn3.0 &4 1t
[02 13]DNA3 Xt &

[12 14] DNA €I S

[1& 15] =2dILEIE(nucleotide) 7 &

[12 16] DNA EH X

(02 17] f&sto| J|=

[O1& 18] R X 2 S (Genetic code) &40

[1& 19] 2 =(codon)-2tEl 2 =(anticodon) 2| &S & &

[ 20] DNA 2t RNA 2 Xt0| &

[0 21] S E &4 IHE

[21& 22] & At(transscrption)

[1& 23] tRNA X

[21& 24] Y (Translation)

[12 25] DNA @t RNA J| &2 X

[C2! 26] DNA DH3ILIS

[ 27]DNA Lt 22X M= HE A&

[O2 28] ME L} 5l ASE° RX9} Ig

[21& 29] RNA(RiboNucleic Acid)

[Z1& 30] RNA 2t (RNA interference) HIH LIS

[0 31]RNA 2t H2

[C12! 32] SiRNA BIH LIS

[ 33] RNAI 22

[28 34 mIRNA a4 & 2t SEX &S HALIS

[1&! 35] 00l 32 RNA A8t It A

[(18 36 MRNA 2| B AN L= 24st0l S&= 01X= miRNA 2| JIs
[ 371 &= MZH 2 & RNAIHAHLIS

[0 38 S NEE MAtGtEs Z2MA

[ 39 AN HHLIS

[O8 40] 2l=el Mats ol AIEE |

[2& 41] CRISPR-Cas9 A|AEIS AtE &t
[ 42) XHMITH AlE A S 226 7R
[12 43]DNAE ==5t= Jl=

[ & 44] M8t & A (restriction enzyme)
[O& 45] RTINS &S 2el

[O1& 46] M8t & A (restriction enzyme) il 2| St DNA & ¢
[C1E 47] DNA 4 S+ (damage repair)

[OE 48]DNA &4 2 SR HALIS

[C1& 49] DNA &&= S+16H0| 918t DNA &4 B8
[[1E 50] DNA S92 & &AM RAEXILRI2 &S
A" 51 BEH SI= HALIS

St(genetic engineering)
J| BE
224 Z2HA

[

0% go 0K



[18 52] SEX WA 2 Y- (In vivo-Ex vivo &)
[02 53] 2IAHS SAX HE S AA
[[18) 54] 32| AH(CRISPR) &#&

[Z1& 55] U=t XI=2 A(Nebula Genomics) 2l £ =Xl Ql(Blockchain) J1= J18t R &4 Jl=

[ 568 E s A2t SABH| Y= L IIs dS
[18 57] 2882 RNA-seq & &

[11& 58] HIEF & XIS

[ 59] DNA 0t01 3 2 O &l Ol (microarray) ot &

[O& 60] = Z2HI 29 A (proteomics)

[ 61] HIEtZ 2 HI LY A (metaproteomics) W2
[21&) 62] Metaproteomics workflow

[1& 63] Ol Et=Z 0| A =(Metabolomics) i 2

[22& 64] Metabolomics workflow

[(1E 65] IERMA EHE S2

[1& 66] AI'=(XENO) ¥ & & 44 = &f(Synthetic Biology)
[ 67] 22l 1% 24 2EH0l E(oligonucleotide) &4
[12 68]DNA GH= J|=

[ 69 MHZS D=

[ 70| =M L AIR2A HE H2

[ 71 H=s &4

[ 72) el & HE =24
[ 73] 08 A& A2t SAEH0| Y= & D
[OQ& 74] 22 <Y (Cloning) & & 2

[D& 75] SEX =X

[O& 76] D= HA O XtAICH SOTHE 24 (NGS) 2A2 Hl W [1& 77] XtAICH DNA Al & A
[O1& 78]NGS 224 X H

[28 79] EX HIIME Z4(targeted NGS)2| It &0t Z R A2+

[ 80] Inverse PCR 2 0/ &8t 2% S0|& =3 ™ 0| (Site-Directed Mutagenesis)

[(& 81] Bt M 25t Al AHE

[ 82] Ot=HIOIAIL Dl HEZ QB (artemisinin-based combination therapies)

[0& 83] & ¥=sto e

[18 84] S AIZS AMADHA 2 E
[C12! 85] HHOI2 1 2 (biofuel) JH 2
[18 86] MIZZZ DI Hi0I2 §F
[1& 87] CI2t 1} MEfHE 2 Sotes
[ 88]0IMES 0/t MEol A
[Z1& 89] bioprinting & & 24
[O& 90] AL Ml 2= A & ol X (epidermal growth factor)
[ o1 et8gM2sint =9

[ 92] HI0|20rE 2| &2

[1& 93] MY &2l (bioethics) Al A&

[ 94] 0|2 ot A 2 = SBotd 2[& &It
[1&] 95] &4 =52 D] (Biological Weapons)

[(1E 96 =2 Y M ESS AIY S0 dY

[

=23

[2 1) 84N Sso] Tj2{CH #3)

T2 QWX 17 oA

[E 3] S4MSsto UA b A

[ 4] 9120} Goist LA

[E 5] @H4MB50 2. 28 A5 U YA

[Z 6] DNA S AIQF 2 X

[E7] SNMD50| HAQ QT BHE 2ol of

[E 8] SIS MU S& ¥R

[Z 9] 32| ATH(CRISPR)2 %A & TR2IAH SEXIIS &S 22



[ 10] ZelAH Cpfl & XIHR| vs. 2l ATH Cas9 REXIHR| Hl 1w
[H 11] HAtMIS 2 S & 20k
[Z 12] NGS B3 =

0

[Z 13] 4 MSsto] R 20}

(2 14] SH NS 2299 2 M2 20}

[H 15| S2AQS s M AR 38 U FOH(CHS): 4oy
[ 16] 1 Z Al D DNA 8419 H| D

[Z 17] HH0IQ Z2HAE 22 L MADHE



